␣3 and a 3 10 helix on the bottom side. The two subunits are covalently linked by a disulfide bond between the The ferredoxin reductase superfamily has been extensively characterized, with structures available for the E.
Cys121 residues of each subunit. of the isoalloxazine ring is perpendicular to the plane of these ␤ strands. The 2,4-pyrimidinedione (uracil) moiety Members of the ferredoxin reductase superfamily have a second, Rossmann fold domain that is used to bind of the isoalloxazine ring contacts the ␤2 and ␤3 strands. The dimethylbenzene edge of the isoalloxazine ring is nicotinamide nucleotides; although NAD(P)H is a substrate for ferric reductases, this domain is absent in FeR. located between the ␣2 and ␣3 helices and is surrounded by hydrophobic residues Leu13, Ile28, Phe81, The dimer interface in FeR is flat and involves both hydrophobic and hydrogen bonding interactions from Tyr147, and Tyr150. The si face of the isoalloxazine is buried and contacts the ␤2 strand. The ribityl phosphate the symmetrically packed ␤ strands (␤2, ␤3, ␤7, and 
